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Dear Editor,
We have taken great interest in reading an original article

entitled “Identification of gut microbes-related molecular
subtypes and their biomarkers in colorectal cancer” pub-
lished in Aging in 2023.1

The authors investigated the intricate relationship between
colorectal cancer (CRC) and the gut microbiome. Themultifac-
torial disruptions contributing to CRC were explored, includ-
ing genetic, epigenetic, andenvironmental factors such as diet,
physicalactivity, andsmoking (►Fig. 1). Thestudyconducteda
complete analysis, identifying gut microbes-related genes
(GMRGs) and developing a new CRC subtype. The authors

aimed to find differences in survival prognosis, function of
cancer cells, immune infiltration, and immunotherapyefficacy
across various CRC subtypes. The ultimate goal was to provide
a deeper understanding of CRC focusing onmolecular biology,
immunology, drug sensitivity, survival prognosis, and disease
dynamics, with the aim of enhancing treatment planning and
improved patient outcomes.2,3

It was noted in the results that the study identified 164
GMRGs and developed a new subtype of CRC which exhib-
ited significant differences compared with other CRC sub-
types. Nine genes among the GMRGs showed significant
associations with the prognosis of CRC patients. Further

Fig. 1 Overview of the implications of gut bacteria in the development and progression of colorectal cancer. A shift from the normal healthy
cells to colorectal cancer cells is shown and other factors effecting the shift are also depicted.
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analysis led to the identification of two key GMRBs (inter-
leukin-7 and BCL10) associated with clinical outcomes. The
research offered new perspectives on CRC subtypes and
potential biomarkers, highlighting the gut microbiome’s
impact on cancer progression and treatment responses.
The potential implications for patient risk categorization
and immunotherapy, present a promising path for further
research.1

While the CRC and gut microbiome study provides
valuable perceptions, potential limitations include support
on open data sources, a lack of complete experimental
evidence, and a need for further mechanistic understand-
ing. External validation, particularly with additional data
sets or clinical studies, is essential to strengthen the pro-
posed molecular subtypes and biomarkers. The study’s
clinical implications should be carefully considered, and
addressing ethical considerations and improving communi-
cation for broader understanding would enhance its overall
impact.
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